Supplementary Data (1): Representative description of predicted microrna and target gene

	miRNA Name
	hsa-miR-147
	miRNA Sequence
	GUGUGUGGAAAUGCUUCUGC

	Target Score
	87
	Seed Location
	1617, 2294

	NCBI Gene ID
	595
	GenBank Accession
	NM_053056

	Gene Symbol
	CCND1
	3' UTR Length
	3207

	Gene Description
	cyclin D1


Supplementary Data (2): 3' UTR sequence showing the predicted target sites for all the 16 miRNAs of CCND1

	

	    1 GGGCGCCAGG CAGGCGGGCG CCACCGCCAC CCGCAGCGAG GGCGGAGCCG GCCCCAGGTG

   61 CTCCCCTGAC AGTCCCTCCT CTCCGGAGCA TTTTGATACC AGAAGGGAAA GCTTCATTCT miR-1237
  121 CCTTGTTGTT GGTTGTTTTT TCCTTTGCTC TTTCCCCCTT CCATCTCTGA CTTAAGCAAA

  181 AGAAAAAGAT TACCCAAAAA CTGTCTTTAA AAGAGAGAGA GAGAAAAAAA AAATAGTATT

  241 TGCATAACCC TGAGCGGTGG GGGAGGAGGG TTGTGCTACA GATGATAGAG GATTTTATAC

  301 CCCAATAATC AACTCGTTTT TATATTAATG TACTTGTTTC TCTGTTGTAA GAATAGGCATmiR2191-1-3p
  361 TAACACAAAG GAGGCGTCTC GGGAGAGGAT TAGGTTCCAT CCTTTACGTG TTTAAAAAAA miR-1281
  421 AGCATAAAAA CATTTTAAAA ACATAGAAAA ATTCAGCAAA CCATTTTTAA AGTAGAAGAG miR-522
  481 GGTTTTAGGT AGAAAAACAT ATTCTTGTGC TTTTCCTGAT AAAGCACAGC TGTAGTGGGG

  541 TTCTAGGCAT CTCTGTACTT TGCTTGCTCA TATGCATGTA GTCACTTTAT AAGTCATTGT miR-340
  601 ATGTTATTAT ATTCCGTAGG TAGATGTGTA ACCTCTTCAC CTTATTCATG GCTGAAGTCA miR-374a
  661 CCTCTTGGTT ACAGTAGCGT AGCGTGCCCG TGTGCATGTC CTTTGCGCCT GTGACCACCA rs678653
  721 CCCCAACAAA CCATCCAGTG ACAAACCATC CAGTGGAGGT TTGTCGGGCA CCAGCCAGCG

  781 TAGCAGGGTC GGGAAAGGCC ACCTGTCCCA CTCCTACGAT ACGCTACTAT AAAGAGAAGA miR-942
  841 CGAAATAGTG ACATAATATA TTCTATTTTT ATACTCTTCC TATTTTTGTA GTGACCTGTT miR-1283
  901 TATGAGATGC TGGTTTTCTA CCCAACGGCC CTGCAGCCAG CTCACGTCCA GGTTCAACCC

  961 ACAGCTACTT GGTTTGTGTT CTTCTTCATA TTCTAAAACC ATTCCATTTC CAAGCACTTT

 1021 CAGTCCAATA GGTGTAGGAA ATAGCGCTGT TTTTGTTGTG TGTGCAGGGA GGGCAGTTTT miR-548e
 1081 CTAATGGAAT GGTTTGGGAA TATCCATGTA CTTGTTTGCA AGCAGGACTT TGAGGCAAGT miR-548f
 1141 GTGGGCCACT GTGGTGGCAG TGGAGGTGGG GTGTTTGGGA GGCTGCGTGC CAGTCAAGAA

 1201 GAAAAAGGTT TGCATTCTCA CATTGCCAGG ATGATAAGTT CCTTTCCTTT TCTTTAAAGA

 1261 AGTTGAAGTT TAGGAATCCT TTGGTGCCAA CTGGTGTTTG AAAGTAGGGA CCTCAGAGGT

 1321 TTACCTAGAG AACAGGTGGT TTTTAAGGGT TATCTTAGAT GTTTCACACC GGAAGGTTTT miR-548d-3p
 1381 TAAACACTAA AATATATAAT TTATAGTTAA GGCTAAAAAG TATATTTATT GCAGAGGATG

 1441 TTCATAAGGC CAGTATGATT TATAAATGCA ATCTCCCCTT GATTTAAACA CACAGATACA

 1501 CACACACACA CACACACACA CAAACCTTCT GCCTTTGATG TTACAGATTT AATACAGTTT miR-548g
 1561 ATTTTTAAAG ATAGATCCTT TTATAGGTGA GAAAAAAACA ATCTGGAAGA AAAAAACCAC miR-511

 1621 ACAAAGACAT TGATTCAGCC TGTTTGGCGT TTCCCAGAGT CATCTGATTG GACAGGCATG 

 1681 GGTGCAAGGA AAATTAGGGT ACTCAACCTA AGTTCGGTTC CGATGAATTC TTATCCCCTG

 1741 CCCCTTCCTT TAAAAAACTT AGTGACAAAA TAGACAATTT GCACATCTTG GCTATGTAAT

 1801 TCTTGTAATT TTTATTTAGG AAGTGTTGAA GGGAGGTGGC AAGAGTGTGG AGGCTGACGT

 1861 GTGAGGGAGG ACAGGCGGGA GGAGGTGTGA GGAGGAGGCT CCCGAGGGGA AGGGGCGGTG

 1921 CCCACACCGG GGACAGGCCG CAGCTCCATT TTCTTATTGC GCTGCTACCG TTGACTTCCA

 1981 GGCACGGTTT GGAAATATTC ACATCGCTTC TGTGTATCTC TTTCACATTG TTTGCTGCTA

 2041 TTGGAGGATC AGTTTTTTGT TTTACAATGT CATATACTGC CATGTACTAG TTTTAGTTTT miR-548e/f 

 2101 CTCTTAGAAC ATTGTATTAC AGATGCCTTT TTTGTAGTTT TTTTTTTTTT TATGTGATCA miR-1283
 2161 ATTTTGACTT AATGTGATTA CTGCTCTATT CCAAAAAGGT TGCTGTTTCA CAATACCTCA

 2221 TGCTTCACTT AGCCATGGTG GACCCAGCGG GCAGGTTCTG CCTGCTTTGG CGGGCAGACA

 2281 CGCGGGCGCG ATCCCACACA GGCTGGCGGG GGCCGGCCCC GAGGCCGCGT GCGTGAGAAC miR-147
 2341 CGCGCCGGTG TCCCCAGAGA CCAGGCTGTG TCCCTCTTCT CTTCCCTGCG CCTGTGATGC

 2401 TGGGCACTTC ATCTGATCGG GGGCGTAGCA TCATAGTAGT TTTTACAGCT GTGTTATTCT

 2461 TTGCGTGTAG CTATGGAAGT TGCATAATTA TTATTATTAT TATTATAACA AGTGTGTCTT miR-891b
 2521 ACGTGCCACC ACGGCGTTGT ACCTGTAGGA CTCTCATTCG GGATGATTGG AATAGCTTCT miR-374a
 2581 GGAATTTGTT CAAGTTTTGG GTATGTTTAA TCTGTTATGT ACTAGTGTTC TGTTTGTTAT miR-495
 2641 TGTTTTGTTA ATTACACCAT AATGCTAATT TAAAGAGACT CCAAATCTCA ATGAAGCCAG

 2701 CTCACAGTGC TGTGTGCCCC GGTCACCTAG CAAGCTGCCG AACCAAAAGA ATTTGCACCC

 2761 CGCTGCGGGC CCACGTGGTT GGGGCCCTGC CCTGGCAGGG TCATCCTGTG CTCGGAGGCC

 2821 ATCTCGGGCA CAGGCCCACC CCGCCCCACC CCTCCAGAAC ACGGCTCACG CTTACCTCAA

 2881 CCATCCTGGC TGCGGCGTCT GTCTGAACCA CGCGGGGGCC TTGAGGGACG CTTTGTCTGT

 2941 CGTGATGGGG CAAGGGCACA AGTCCTGGAT GTTGTGTGTA TCGAGAGGCC AAAGGCTGGT

 3001 GGCAAGTGCA CGGGGCACAG CGGAGTCTGT CCTGTGACGC GCAAGTCTGA GGGTCTGGGC

 3061 GGCGGGCGGC TGGGTCTGTG CATTTCTGGT TGCACCGCGG CGCTTCCCAG CACCAACATG

 3121 TAACCGGCAT GTTTCCAGCA GAAGACAAAA AGACAAACAT GAAAGTCTAG AAATAAAACT

 3181 GGTAAAACCC CAAAAAAAAA AAAAAAA


Note: Shaded portion with different colours are representing the seed location of the corresponding miRNAs.

